The complete mitochondrial genome of the Xupu goose.
Xupu goose is one of the famous native breed in China. In this work we reported the complete mitochondrial genome sequence of the Xupu goose in Hunan Province for the first time. The total length of the mitogenome is 16,742 bp, with the base composition of 30.21% for A, 22.70% for T, 32.02% for C, 15.08% for G, in the order C > A > T > G feature occurring in the Xupu goose. And it is made up of two ribosomal RNA genes, 13 protein-coding genes, 22 transfer RNA genes and a non-coding control region (D-loop region). The characteristics of the mitochondrial genome were analyzed and discussed in detail. The complete mitochondrial genome sequence of Xupu goose will be useful for the phylogenetics of poultry, and be available as basic data for the genetics and breeding.